. P-values and FDR's were obtained by permutation-based analysis ("CGHtest"; Supplementary Table S4 ). There was no significant association between these CNA regions and DFS (threshold for significance set to FDR of 0.2 [1]). Values in parentheses are percentages. *Adjuvant chemotherapy: 5-fluorouracil and leucovorin (5-FU/LV) mono therapy.
Supplementary Table S5: Pools of genes that share probe(s) associated with chromosomal breakpoints

Gene pools
PPP1R12B & SYT2 Genes grouped in "pools" that share same (breakpoint) array-CGH probes. 
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